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ENTERED 

3 <110> APPLICANT: Searfoss III, George H. 

4 Pagnoni; Marco F. 

5 Ivashchenko, Yuri D. 

6 Guo, Kun 

7 Clark, Kenneth L. 

9 <120> TITLE OF INVENTION: VARIANTS OF TRAF2 WHICH ACT AS AN INHIBITOR OF 

10 TNF- ALPHA (TNFa) SIGNALING PATHWAY 

12 <130> FILE REFERENCE: 22816 PCT 
C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/018,030 
C--> 15 <141> CURRENT FILING DATE: 2001-10-23 

17 <150> PRIOR APPLICATION NUMBER: 60/131940 

18 <151> PRIOR FILING DATE: 1999-04-30 
20 <160> NUMBER OF SEQ ID NOS : 5 

22 <170> SOFTWARE: Patentin Ver. 2,0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1269 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Homo sapiens 

29 <400> SEQUENCE: 1 

30 atggctgcag ctagcgtgac cccccctggc tccctggagt tgctacagcc cggcttctcc 60 

31 aagaccctcc tggggaccaa gctggaagcc aagtacctgt gctccgcctg cagaaacgtc 120 

32 ctccgcaggc ccttccaggc gcagtgtggc caccggtact gctccttctg cctggccagc 180 

33 atcctcagct ctgggcctca gaactgtgct gcctgtgttc acgagggcat atatgaagaa 240 

34 ggcatttcta ttttagaaag cagttcggcc ttcccagata atgctgcccg cagggaggtg 300 

35 gagagcctgc cggccgtctg tcccagtgat ggatgcacct ggaaggggac cctgaaagaa 360 

36 tacgagtttc aggaccacgt caagacttgt ggcaagtgtc gagtcccttg cagattccac 420 

37 gccatcggct gcctcgagac ggtagagggt gagaaacagc aggagcacga ggtgcagtgg 480 

38 ctgcgggagc acctggccat gctactgagc tcggtgctgg aggcaaagcc cctcttggga 540 

39 gaccagagcc acgcggggtc agagctcctg cagaggtgcg agagcctgga gaagaagacg 600 

40 gccacttttg agaacattgt ctgcgtcctg aaccgggagg tggagagggt ggccatgact 660 

41 gccgaggcct gcagccggca gcaccggctg gaccaagaca agattgaagc cctgagtagc 720 

42 aaggtgcagc agctggagag gagcattggc ctcaaggacc tggcgatggc tgacttggag 780 
4 3 cagaaggtct tggagatgga ggcatccacc tacgatgggg tcttcatctg gaagatctca 840 

44 gacttcgcca ggaagctcca ggaagctgtg gctggccgca tacccgccat cttctcccca 900 

45 gccttctaca ccagcaggta cggctacaag atgtgtctgc gtatctacct gaacggcgac 960 
4 6 ggcaccgggc gaggaacaca cctgtccctc ttctttgtgg tgatgaaggg cccgaatgac 1020 

47 gccctgctgc ggtggccctt caaccagaag gtgaccttaa tgctgctcga ccagaataac 1080 

48 cgggagcacg tgattgacgc cttcaggccc gacgtgactt catcctcttt tcagaggcca 1140 

49 gtcaacgaca tgaacatcgc aagcggctgc cccctcttct gccccgtctc caagatggag 1200 

50 gcaaagaatt cctacgtgcg ggacgatgcc atcttcatca aggccattgt ggacctgaca 1260 

51 gggctctaa 2269 

53 <210> SEQ ID NO: 2 

54 <211> LENGTH: 422 

55 <212> TYPE: PRT 

56 <213> ORGANISM: Homo sapiens 

58 <400> SEQUENCE: 2 

59 Met Ala Ala Ala Ser Val Thr Pro Pro Gly Ser Leu Glu Leu Leu Gin 
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134 Ala Lys Asn Ser Tyr Val Arg Asp Asp Ala lie Phe lie Lys Ala lie 

135 405 410 415 

137 Val Asp Leu Thr Gly Leu 

138 420 

141 <210> SEQ ID NO: 3 

142 <211> LENGTH: 1011 

143 <212> TYPE: DNA 

144 <213> ORGANISM: Homo sapiens 

146 <400> SEQUENCE: 3 

147 atgagttcgg ccttcccaga taatgctgcc cgcagggagg tggagagcct gccggccgtc 60 

148 tgtcccagtg atggatgcac ctggaagggg accctgaaag aatacgagtt tcaggaccac 120 

149 gtcaagactt gtggcaagtg tcgagtccct tgcagattcc acgccatcgg ctgcctcgag 180 

150 acggtagagg gtgagaaaca gcaggagcac gaggtgcagt ggctgcggga gcacctggcc 240 

151 atgctactga gctcggtgct ggaggcaaag cccctcttgg gagaccagag ccacgcgggg 300 

152 tcagagctcc tgcagaggtg cgagagcctg gagaagaaga cggccacttt tgagaacatt 3 60 

153 gtctgcgtcc tgaaccggga ggtggagagg gtggccatga ctgccgaggc ctgcagccgg 420 

154 cagcaccggc tggaccaaga caagattgaa gccctgagta gcaaggtgca gcagctggag 480 

155 aggagcattg gcctcaagga cctggcgatg gctgacttgg agcagaaggt cttggagatg 540 

156 gaggcatcca cctacgatgg ggtcttcatc tggaagatct cagacttcgc caggaagctc 600 

157 caggaagctg tggctggccg catacccgcc atcttctccc cagccttcta caccagcagg 660 

158 tacggctaca agatgtgtct gcgtatctac ctgaacggcg acggcaccgg gcgaggaaca 720 

159 cacctgtccc tcttctttgt ggtgatgaag ggcccgaatg acgccctgct gcggtggccc 7 80 

160 ttcaaccaga aggtgacctt aatgctgctc gaccagaata accgggagca cgtgattgac 84 0 

161 gccttcaggc ccgacgtgac ttcatcctct tttcagaggc cagtcaacga catgaacatc 900 

162 gcaagcggct gccccctctt ctgccccgtc tccaagatgg aggcaaagaa ttcctacgtg 960 

163 cgggacgatg ccatcttcat caaggccatt gtggacctga cagggctcta a 1011 

165 <210> SEQ ID NO: 4 

166 <211> LENGTH: 336 

167 <212> TYPE: PRT 

168 <213> ORGANISM: Homo sapiens 
170 <400> SEQUENCE: 4 
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238 <210> SEQ ID NO: 5 

239 <211> LENGTH: 2262 

240 <212> TYPE: DNA 

241 <213> ORGANISM: Homo sapiens 

243 <220> FEATURE: 

244 <221> NAME/KEY: misc_f eature 

245 <222> LOCATION: ()..) 

246 <223> OTHER INFORMATION: TRAF2 truncated sequence contains an internal 

247 deletion of base pairs 421 to 657 

24 9 <400> SEQUENCE: 5 

250 gaattccggc gcgctgcgac cgttggggct ttgttcgcgg gggtcacagc tctcatggct 60 

251 gcagctagcg tgaccccccc tggctccctg gagttgctac agcccggctt ctccaagacc 120 

252 ctcctgggga ccaagctgga agccaagtac ctgtgctccg cctgcagaaa cgtcctccgc 180 

253 aggcccttcc aggcgcagtg tggccaccgg tactgctcct tctgcctggc cagcatcctc 24 0 

254 agctctgggc ctcagaactg tgctgcctgt gttcacgagg gcatatatga agaaggcatt 300 

255 tctattttag aaagcagttc ggccttccca gataatgctg cccgcaggga ggtggagagc 360 

256 ctgccggccg tctgtcccag tgatggatgc acctggaagg ggaccctgaa agaatacgag 420 

257 agctgccacg aaggccgctg cccgctcatg ctgaccgaat gtcccgcgtg taaaggcctg 480 

258 gtccgccttg gtgaaaagga gcgccacctg gagcacgagt gcccggagag aagcctgagc 540 

259 tgccggcatt gccgggcacc ctgctgcgga gcagacgtga aggcgcacca cgaggtctgc 600 

260 cccaagttcc ccttaacttg tgacggctgc ggcaagaaga agatcccccg ggagaagttt 660 

261 caggaccacg tcaagacttg tggcaagtgt cgagtccctt gcagattcca cgccatcggc 720 

262 tgcctcgaga cggtagaggg tgagaaacag caggagcacg aggtgcagtg gctgcgggag 780 

263 cacctggcca tgctactgag ctcggtgctg gaggcaaagc ccctcttggg agaccagagc 840 

264 cacgcggggt cagagctcct gcagaggtgc gagagcctgg agaagaagac ggccactttt 900 
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265 gagaacattg tctgcgtcct gaaccgggag gtggagaggg tggccatgac tgccgaggcc 960 

266 tgcagccggc agcaccggct ggaccaagac aagattgaag ccctgagtag caaggtgcag 1020 

267 cagctggaga ggagcattgg cctcaaggac ctggcgatgg ctgacttgga gcagaaggtc 1080 

268 aggcccttcc aggcgcagtg tggccaccgg tactgctcct tctgcctggc cagcatcctc 1140 

269 aggaagctcc aggaagctgt ggctggccgc atacccgcca tcttctcccc agccttctac 1200 

270 accagcaggt acggctacaa gatgtgtctg cgtatctacc tgaacggcga cggcaccggg 1260 

271 cgaggaacac acctgtccct cttctttgtg gtgatgaagg gcccgaatga cgccctgctg 1320 

272 cggtggccct tcaaccagaa ggtgacctta atgctgctcg accagaataa ccgggagcac 1380 

273 gtgattgacg ccttcaggcc cgacgtgact tcatcctctt ttcagaggcc agtcaacgac 1440 

274 atgaacatcg caagcggctg ccccctcttc tgccccgtct ccaagatgga ggcaaagaat 1500 

275 tcctacgtgc gggacgatgc catcttcatc aaggccattg tggacctgac agggctctaa 1560 

276 ctgcccccta ctggtgtctg ggggttgggg gcagccaggc acagccggct cacggagggg 1620 

277 ccaccacgct gggccagggt ctcactgtac aagtgggcag gggccccgct tgggcgcttg 1680 

278 ggagggtgtc ggcctgcagc caagttcact gtcacggggg aaggagccac cagccagtcc 1740 

279 tcagatttca gagactgcgg aggggcttgg cagacggtct tagccaaggg ctgtggtggc 1800 

280 attggccgag ggtcttcggg tgcttcccag cacaagctgc ccttgctgtc ctgtgcagtg 1860 

281 aagggagagg ccctgggtgg gggacactca gagtgggagc acatcccagc agtgcccatg 1920 

282 tagcaggagc acagtggatg gccttgtgtc cctcgggcat gacaggcaga aacgagggct 1980 

283 gctccaggag aagggcctcc tgctggccag agcaaggaag gctgagcagc ttggttctcc 2040 

284 cctctggccc ctggagagaa gggagcattc ctagacccct gggtgcttgt ctgcacagag 2100 

285 ctctggtctg tgccaccttg gccaggctgg ctgtgggagg gtctggtccc acgccgcctc 2160 

286 tgctcagaca ctgtgtggga gggcacagca cagctgcggg taaagtgtga gagcttgcca 2220 

287 tccagctcac gaagacagag ttattaaacc attacaaatc tc 2262 
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